21 

sequ aces by residues known to be equivalent with those 
residues can be effected to produce equivalent peptides 
having similar biological activities. Moreover, it is known 
that additional substitutions in the amino acid sequence 
generally throughout the C-terrninal portion of the peptide, 5 
Le. within about VS of the length of the conotoxin nearest its 
C-terrainus, can be effected in order to produce conotoxins 
having phylogenetic specificity; thus, such substitutions in 



SEQUENCE LISTING 

( 1 ) GENERAL INFORMATION: 

( i i i ) NUMBER OF SEQUENCES: 13 

( 2 ) INFORMATION FOR SEQ ID NOtl; 

( i ) SEQUENCE CHARACTERISTICS: 
( A ) LENGTH: 25 amino add» 

< B )TYPB: amino acid 

< D ) TOPOLOGY: unknown 

( i i ) MOLECULE TYPE: peptide 
(iit ) HYPOTHETICAL: NO 
( i v )ANTl-SENSB:NO 

( x i )SBQ*JENCSDeSCRIPnON:SEQIDNO:l: 

0 1 y C y « Cy i O I y Set Tyr Pro A • n Ala Ala Cy i Bis Pro C y t Set Cyi 

1 3 10 13 

Ly i A • p Art Xaa Scr Tyr Cy i Oly Ola 
20 2 5 

C 2 ) INFORMATION FOR SEQ ID N02: 

( i ) SBQJUENCS CHARACTERISTICS: 
( A ) LENGTH: 30 amino add* 
( B ) TYPE: amino acid 

< D ) TOPOLOGY: tmkaown 

( a i ) MOLECULE TYPE: peptide 

( x i ) SEQUENCE DESCRIPTION: SEQ ID NOi2: 

Ola Ly i Sor Leo Val Pro Ser Val lie Tbr Tar Cy i Cyi Oly Tyr Atp 
> 3 10 15 

Xaa Oly Tbt Met Cyi Xaa Xaa Cy i Arg Cy i Tbr Asa Ser Cyi 

2 0 2 5 3 0 

( 2 ) INFORMATION FOR SEQ IDN03: 

( i ) SEQUENCE CHARACTERISTICS: 

< A ) LENGTH: 19 amiao act* 
( B ) TYPE: amino acid 

( D ) TOPOLOGY: uokaowD 

( i i ) MOLECULE TYPE: peptide 

( x i ) SBQUENCE DESCRIPTION: SBQ ID N03: 

Cyi Cyi Oly Val Xaa Aid Ala Ala Cyi Pro Xaa Cyi Val Cy i A • n Lyi 

1 3 10 15 

Tbr Cyi Oly 



( 2 ) INFORMATION FOR SEQ ID NO*: 

( 1 ) SBQUENCE CHARACTERISTICS: 
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this region can be caxxied out to produce valuable equivalent 
structures. The C-terrninus of many of the illustrated pep- 
tides is amidated, and the inclusion of a substituted amide at 
the C-tcrminus of such peptides, as described hereinbefore, 
is considered to create an equivalent oonotoxin. 

Particular features of the invention are emphasized in the 
claims which follow. 
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•continued 
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< A ) LENOTH: 25 anxao aadi 

< B ) TYPE; anm acid 

( D >T0f<XXX3V: vnkpcm 

( i s ) MOLECULE TYPE: peptide 

( x i ) SEQUENCE DESCRIPTION: SBQ ED HOAt 

Oly Cr • Cyi Oly Ser Tjr Xaa Ain Ala All Cy i Hit Xaa Cy i Set Cyi 

x 3 10 13 

Lyi Aip Ate Xaa Soi Tyr Cyi Oly OU 

2 0 2 5 

(^2 ) INFORMATION FOR SBQ □> N05: 

( i ) SEQUENCE CHARACTERISTICS: 

< A ) LENOTH: 25 amino ackb 

< B ) TYPE: amino arid 

( D )TOPOLOOY:iataoim 

( i i ) MOLBCULB TYPE: peptide 

< x i ) SEQUENCE DESCRIPTION: SBQ ID NO*: 

Oly Cyi Cyi Oly Sex Tyr Xaa Am Alt Alt Cyi Hi i Pro Cyi Ser Cyi 
1 5 10 IS 

Lyi Aip Atg Xii Set Tyr Cyi Oly Ola 

20 25 

( 2 ) INFORMATION FOR SBQ ID NO*: 

( i ) 5BQUENCE CHARACTERISTICS: 
( A ) LENOTH: 18 amino mxSm 
( B ) TYPE: amino acid 
( D ) TOPOLOGY: uufcu o w fl 

< i i ) MOLBCULB TYPE: pcptido 

(x i ) SBQJUENCB DESCRIPTION: SBQ ID NO*fc 

Cyi Cyi Oly Val Xaa A*a Ala Ala Cyi Hii Xia Cyi Val Cyi Lyi Aid 

i 5 10 15 

T b x Cyi 

( 2 ) INFORMATION FOR SBQ H> NOrT: 

( i > SEQUENCE CHARACTERISTICS: 
( A ) LENOTH: 46 arnmo arid* 
( B ) TYPE: amino acid 
( D ) TOPOLOGY: ockvwn 

( i i ) MOLECULE TYPE: peptide 

< x i ) SEQUENCE DESCRIPTION; SBQ ID Kfc7: 

Oly Xaa Sex Pbo Cyi Lyi Ala A»p Olv Lyi Xaa Cyi O 1 o Tyx Hi I Ala 
I 5 10 15 

Asp Cyi Cyi Aia Cyi Cyi Leu Ser Oly lie Cyi Ala Xaa Sec Thr Aid 

2 0 2 3 3 0 

Trp lie Leo Pro Oly Cyi Ser Tfar Ser Ser Pbe Pbe Lyi lie 
35 40 43 

( 2 ) INFORMATION FOR SBQ ID NO:* 

< i ) SEQUENCE CHARACTERISTICS: 
( A ) LENGTH: 19 amino ecada 
( B ) TYPE: amiao acid 
( D ) TOPOLOGY: oakaown 

( l i ) MCCECU1£TYPBj piptidi 



* 
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-continued 

( % i ) SBQUENCB DESCRIPTION: SBQ ID NOS: 
Oly Cy. Cy. Scr Bit Pro Ala Cy. Ser Oly Lyi Tyr Olo Xaa Tyr Cyi 

Axe Xaa Ser 

< 2 ) INFORMATION FOR SBQ ID NCfc9: 

( i > SBQDENCB CHARACIERISnCS: 
( A ) LENGTH: 23 amiao ackb 
( B ) TYPE: atmao acid 
( o ) TOPOLOOY: unknown 

( i i ) MOLECULE TYPE- peptide) 

< x a ) SBQUENCB DESCRIPTION: SBQ H> NO* 

Hi. Xaa Xaa Cy. Cyi Lob Tyr Oly Lyi Cy. Aig Arg Tyr Xaa Oly Cyi 

Ser Ser Ala Scr Cyi Cyi Olo 

20 

( 2 ) INFORMATION FOR SBQ IDNOUO: 

( t ) SBQUENCB CHARACTERISTICS: 
( A > LENGTH: 27 amno ackfe 
( B ) TYPB: amino add 
( t> ) TOPCOjOOY: unkaown 

( i i ) MOUBCULB TYPE: peptide 

( x i ) SBQUENCB DESCRIPTION: SBQ ID NO: 10: 

Cy. Ly« Thr Tyi Ser Ly. Tyr Cy. Xaa Ala A.p Ser Xaa Cy. Cy. Tbr 
I 5 10 13 

Xaa O 1 n Cy. Val Arg Ser Tyr Cyi Thr Leu P b e 
2 0 2 3 

( 2 ) INFORMATION FOR SBQ ID NOtl 1 : 

( i ) SBQUENCB CHARACTERISTICS: 
( A ) LENGTH: 33 amiao add. 
( B ) TYPE: «mao acid 
( D ) TOPOLOOY: unknown 

( i i ) MC&BCULB TTP& pepdde 

( a i ) SBQUENCB DESCRIPTION: SBQ ID NOtll: 

Ser Thr Ser Cy. Met OU Ala Oly Ser Tyr Cy. Oly Ser Thr Tbr Arg 
1 5 10 15 

lie Cy* Cy. Oly Tyr Cy. Ala Tyr Phe Oly Ly. Ly. Cy. lie A.p Tyr 

2 0 2 5 3 0 

Pro Ser A»& 

3 5 

( 2 ) INFORMATION FOR SBQ ID NO:12: 

( I ) SBQUENCB CHARACTERISTICS: 
( A ) LENGTH: 27 amiao adds 
< B ) TYPB: amino acid 
( D ) TOPOLOOY: unknown 

( i i )MOI^CUl£TYPE;pcptido 

( x i ) SEQUENCE DESCRIPTION: SBQ ID NO:12: 

y Olo Xaa Xaa Val Ala Ly. Met Ala Ala Xaa Leo Ala Arg Xaa A. a 



0 1 

1 5 



10 15 



lie Ala Ly. Oly Cy. Ly. Val A.p Cy. Tyr Pro 



